Burkholderia cepacia causes frequent infections in immunocompromised and hospitalized patients, with a significant mortality rate. This bacterial species has also been associated with epidemic outbreaks due to contamination of antiseptic solutions and parenteral and nebulized medications. Conventional bacteriology showed that the isolate was a Gram-negative bacillus, which was identified as B. cepacia by using API 20 NE, with 99.9%confidence. In addition, the strain presented an acquired resistance to ticarcillin-clavulanate, ceftazidime and imipenem but remained susceptible to cotrimoxazole. As B. cepacia had never previously been isolated from cerebrospinal fluid in Africa, we chose to identify the strain by 16S rRNA gene sequencing. The molecular data showed that the isolate belonged to B. cepacia group. This is the first report of a case of meningitis caused by B. cepacia in CAR and developing countries.
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Bacteria in the Burkholderia genus are ubiquitous Gram-negative organisms that can cause a number of diseases in animals and humans [1] . Burkholderia cepacia is a serious opportunistic pathogen in immunocompromised and cystic fibrosis patients and has also been linked to healthcare-associated outbreaks due to contamination of antiseptic solutions and parenteral and nebulized medications [2] [3] [4] [5] .
For many years, Burkholderia were recognized as non-fluorescent pseudomonads [1] . Polyphasic taxonomy analyses, including 16S rRNA sequencing, DNA-DNA hybridization and fatty acid analysis, showed that the Burkholderia genus comprises seven species in the Pseudomonas rRNA group II (P. cepacia, P. caryophylli, P. gladioli, P. mallei allei, P. pseudomallei, P. solanacearum and P. pickettii) [1] .
Further taxonomic studies allowed designation of binomial species names for clinically isolated Burkholderia, which are now referred to as species of the B. cepacia complex, composed of at least 17 species, including B. cepacia, B. multivorans, B. cenocepacia, B. vietnamiensis, B. ambifaria, B. stabilis, B. dolosa, B. anthina and B. pyrrocinia [1] .
In the early 1980s, strains of B. cepacia were increasingly being recovered from cultures of respiratory tract specimens from cystic fibrosis patients [1] . Here, we describe the first case of meningitis caused by B. cepacia in the Central African Republic. Table 1 ). The strain was resistant to piperacillin, ticarcillin-clavulanate, ceftazidime, cefepime, imipenem but remained susceptible to cotrimoxazole. As B. cepacia has never been isolated from CSF in Africa, we chose to identify the strain by molecular typing of DNA extracted from colonies of the CSF. Our isolate (labelled11_00096) was cultured on tryptocasein soy agar at 30°C.
After 24h, circular, yellow colonies were seen. The complete sequence of the rrs gene (encoding 16S rRNA) was determined by the classic Sanger method, as described elsewhere and consisted of 1459bp of continuous nucleotides [6] . Cepacia has been reported [7] . We report the first case of meningitis 
